[Association between indoor coal-burning pollutants associated with asthmatic susceptible genetic polymorphisms in childhood asthma].
To determine the level of exposure to indoor pollutants (PM4, SO2, CO) produced by burning coal in home of asthmatic children in Guiding County, Guizhou Province, and to observe the distribution frequencies of ACE gene and the 16th and 27th loci of beta2 adrenergic receptor (beta2-AR) gene in the children, and to reveal the association between the pollutants and the susceptible genes in childhood asthma. Case-only study, an epidemiologic method, was employed. PCR was used to examine the polymorphisms at the 16th and 27th loci of beta2-AR gene and the insertion/deletion (ID) polymorphisms of angiotensin converting enzyme (ACE) gene in 231 children suffered from asthma. PM4, SO2 and CO concentrations of indoor air in the children's homes were measured. The distribution frequencies of the polymorphisms were calculated. And the possible interaction of multiplication model between the pollutants and the polymorphisms was determined. Rate of exposure to coal-burning air pollutants was 87.4% (202 children) among the children suffered from asthma. The distribution frequencies of the Arg/Arg and Gly/Gly homozygotes and the Arg/Gly heterozygote at the 16th locus of beta2-AR gene were 13.9%, 13.4% and 72.7%, respectively, and the frequencies of the Gln/Gln and Glu/Glu homozygotes and the Glu/Glu heterozygote at the 27th locus were 13.9%, 4.3% and 81.8%, respectively, and the frequencies of the II, DD and ID genotypes of ACE gene were 49.3%, 20.0% and 30.7%, respectively; and an interaction of multiplication model could exist between the air pollutants, PM4 , SO2, and CO, and the beta2-AR and ACE polymorphisms for the occurrence of childhood asthma (P < 0.05 for all indicators). The problem of air pollution from burning coal maybe serious in the local rural area. The distribution frequencies of the three susceptible polymorphisms for asthma could have their individual characteristics. And the air pollutants, PM4, SO2 and CO, interacted with the Gly/Gly genotype at the 16th locus of beta2-AR gene or the DD genotype of ACE gene maybe increases the risk for asthma in children.